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R = A or G. Y = C or U. “nt” = nucleotides.  “P1” = 
pairing  element 1. “SD” = Shine-Dalgarno (predicted 
ribosome-binding site). “start” = start codon.

Generic legend

Example with pseudoknot
and modular structure

Putting “pseudoknot” over the connector

Example with labels for stem, SD & start
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